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. . . .. . Table 1: Barcodes of Identified Species
Our goals are supposed to identify samples to measure biodiversity if
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any are invasive. The general health of the Peconic River can be sequence Conservation
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identified that sample DFG-003 is a species of leech in the Erpobdellidae consensus |
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family, DFG-004 is a m of freshwater snail called Campeloma decisum, 2. KU906011.1jcampeloma_decisum | | | j
DFG-006 is a Springtime Darner dragonfly identified as Basiaeschna 3. DFG-004 | | :
, _ _ _ T , 4.MG964031.1jcampeloma_decisum | | .
janata. DFG-018 is a clam species in the genus Pisidium. The species 5. ON774975.1/campeloma_decisum | || | | | :
could not be positively confirmed. 6. MK208640.1 erpobdella_mexicana LR LI LT AN (1 R A AR ALY R
7.DFG-003 | L il I |
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DNA barcoding is a way of comparing genes to identify species in a lab. Table 2: Sequence Similarity
Also to compare genes. It was developed in 2003 and it was made by |
Paul Herberts research group. Some practical applications for barcoding ST [ [ 710 | a [remn [ 72 [ sar [vsn [ o [osza [ [ssat s [sert mmse] oot =ttt ettt ———
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The biodiversity of the Peconic River can be measured by DNA i e ] e e | o e o
barcoding. Estuaries are an important part of life on Earth because many e e o e ax o o - s s ns o e aw us bl |G gr e e 72e | 26 7253 - 8902 8745 a0 3022
d|fferent Organ|sms rely on |t for habltat and reprOdUC'nOﬂ MOSt Of the f|Sh 9 9508 6930 6930 6948 7008 6899 6930 9154 9969 - 9985 9227 9112 9077 90.77 90.31 ; ::::3 Z:zz :2:;2 :z:;: Z::Z ZZZ :jji ggjg4 99;84 ZZZ zz:;;
and She”fISh eaten In the Unlted StateS, InCIUdIng Salmon, herrlng, and 11 94:74 68:69 68:69 68:86 69:00 67:76 68:07 91:19 91:96 92:27 92.12 94:14 93:97 93:97 94:44 9 8300 7190 7206 7206 7206 7190 8640 9227 9222 - 9969
OySterS, Complete at |east part Of their Iife CyCIeS in estuaries. We plan to ;95.;;9.53369.53' 6953 69.70 68.18 6;35.;62 91.1;..9f1..12 !335 9414 - 9I7.32 96.15 93.97 10 8282 7174 7190 7190 7190 7174 8622 9211 9206 9969 -
. . . . . . able 3: Images of identified samples
measure the biodiversity levels In the Peconic River using DNA 9 ;
Barcoding. Our Hypothesis is that the biodiversity of the peconic river 1
can be measured by DNA Barcoding.
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003 - Erpobdella 004 - C. decisium 006 - B. janata 018 - Pisidium

Materials and Methods

Table 3: Identified SamplesUsing DNA Barcoding
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DNA sequences were
analyzed with DNA

Hand-held and seine
nets were used to

Sample Species Name Common Name BIT Score Number of

Number Mismatches

collect Subway and BLAST 003 Erpobdellidae Leech 1132 1
macroinvertebrates to identify samples 004 Campeloma decisum [Freshwater Snalil 1150 0
from their habitat . . — y

\_ ) \_ ) 006 Basiaeschna janata |Springtime Darner 71 0

ﬁ 018 Pisidium clam 087 19
v __ Discussion
a I s I The four species we barcoded have been identified using DNA
After photographing DNA was amplified Barcoding. Sample DFG-004 is a species named campeloma decisium
samples were placed using PCR which is a freshwater snail which are native to us. DFG-003 is a species
in ethanol tubes and Samples sent for called Erpobdellidae which is a leach that is native to many parts of the
froze them. sequencing world in freshwater areas. DFG 006 is a springtime dragonfly species
called a Springtime Darner (Basiaeschna janata). This species is native
\ / k / to us. DFG-018 is a clam species in the genus Pisidium. This species is
native to us, but used to only be found in eastern Europe and Russia

e ™ before they were imported to America.

Next, a piece of tissue
t> was removed from . -
each sample and DNA Future Directions

was extracted using We are going to look into the DNA sequencing of the invertebrates and
the Chelex protocol | |
K / see what we are able to find that may be of interest, and to measure
biodiversity, or possibly even a novel sequence.
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