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freezer. DNA barcoding will then be used to identify their taxonomy and
detect any invasive species.
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DNA barcoding is used to identify species by using their CO1 gene to 15. KR043908.1|Belostoma_flumineum I | IR AN I |
identify their certain specie. [4] This method allows researchers to T AERRE T TRNR T TR
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biodiversity studies since it helps us identify species in diverse SAMPLE SCIENTIFIC NAME
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health and biodiversity . The major issues in the Peconic river is
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and this is leading to habitat loss for many species. This is affecting
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Collection
We began by

collecting organisms
in the peconic river

\ estuary. /

Our results showed that DNA barcoding can identify different
invertebrate species and reveal biodiversity. They show a variety of
species, meaning the ecosystem is diverse and healthy, which is
important for science and the environment. DNA barcoding works
e QY ooz ocs oos oom oos-o0n-u well to study biodiversity, and the results were mostly what we
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Processing

PCR tests were
conducted on sample
to identify the col
gene and then
samples were sent to
cold spring harbor lab
for dna sequencing.
when sequences
returned, we barcoded
them using dna
Subway in order to
organize our results

In the future we would continue this project by collecting more
samples from different locations and times of years to compare
biodiversity changes. We could also increase the sample size and
improve DNA analysis techniques for more accurate results. Another
next step would be tostudy how environmental factors affect
invertabrate diversity.
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