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pollution. Pollution can decrease biodiversity and kill animals and plants.
Checking for biodiversity will reveal the quality of the river. _ SamplelD | ScientificName(s) |  CommonName(s) |

DCM-005 Erpobdellidae_sp Leech family

DCM-007 Ischurna verticalis Eastern Forktail (damselfly)

DCM-008 Ischurna verticalis Eastern Forktail (damselfly)

DCM-009 Erpobdellidae_sp Leech family

DCM-010 Lumbriculus Blackworm family
Samples were collected in the Peconic Estuary by using a seine net to DCM-011 Clinotanypus Genus of aguatic flies

DNA was extracted from all 12 samples. PCR was ran and 9 samples were
successfully amplified. On DNA Subway, the DNA was processed by
trimming sequences and blasing information to get the species name. Four
samples were identified. Sample DCM-007 was Ischurna Verticalis. DCM-
008 was also a Ischurna Vertivalis. Sample DCM-010 was a Lumbriculus.
DCM-011 was a Clinotanypus.

These findings show that there is a great amount of biodiversity. This is
important because biodiversity of the peconic estuary ecosystem needs to
\_ ) be diverse in order to function correctly.

The main takeaway the public should have is that the ecosystem is
l balanced and healthy. The conclusions found were expected because many
of the species were similar as to what was predicted and showed
4 ) biodiversity in the Peconic Estuary.

DNA Subway was used to trim, edit, and pair the sequences of
\_ J

This project could be continued by collecting more samples from the
estuary and averaging the percentage of each organisms in the estuary in
order to see the full extent of biodiversity. Sequences could also be reran to
check the accuracy of the results.

Thank you to the DNA Learning Center Staff for support with proposals,
providing laboratory equipment, and supporting sequence analysis. Special
thanks to Jeff Petracca for technical support with sequencing.
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The DNA was isolated in each
organism, and gels and PCR was
ran to determine what type of
organism.
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