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ABSTRACT MATERIALS & METHODOLOGY

Insect populations are currently decreasing globally and locally, threatening the 1. Collect Document, and 2 Isolate DNA from 3. Amplify DNA 4. Gel Electrophoresis of
all 20 samples

sustainability of the ecosystem and the stability of food webs that are critical for human survival.
The order of organisms, Hymenopterq, is composed of insects that play an important role in
their ecological niche and contribute to agricultural growth. Biodiversity was measured by
looking at the three types of biodiversity: genetic, species, and ecosystem biodiversity.
Ecological biodiversity was studied through the organisms by analyzing the field vs forest traps.
The specimens were collected in different locations and different habitats. The organisms were
collected by Dr. Carly Tribull with malaise traps at the Farmingdale State College Teaching
Garden. The specimens were then dissected and their heads and legs were preserved in
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Specimens were collecfed with The heads and legs of the specimens were The specimen was arind in chelex boiled ~ Of
ethanol until their DNA was amplified using the CHELIX isolation protocol. Gel electrophoresis g o . .p . 3 . g L o Tne DiAxwas oved folne W,e“S oriheige!
o _ _ _ = _ malaise traps at the Farmingdale removed and stored in microcentrifuge separated in a centrifuge, transferred into and separated based on size by the
then amplified the DNA, separating DNA by size, using positive and negative charges. The CO1 . . . o , , , - ,
_ _ _ . . State College Teaching Garden by tubes until their DNA was amplified. a clean tube using a micropipette, and positive and negative charges.
gene is one of the most popular markers used in barcoding. This experiment used the CO1 gene . . ,
Carly Tribull and stored in ethanol. moved to wells for gel electrophoresis.

to barcode the collected species. Finally, using DNA Subway and the BOLD system, the DNA
was trimmed, and compared with previously barcoded species to reveal the genetic makeup
and identification of the insect. Further research identified novel species that have not yet been
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