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Abstract

Scincid lizards have a nearly global distribution and
include approximately 1658 species. Our experiment
revolves around barcoding tissue samples collected
from poorly known regions in Vietnam in order to
determine if a new species of skinks can be found. To do
this, we amplified segments of the DNA through PCR
and isolated DNA fragments through gel
electrophoresis. After doing so, we sent our DNA to be
sequenced and then we compared our DNA to other
DNA of similar species. We discovered a candidate new
species of the Eutropis multifasciatacomplex.

Introduction

Many species of skinks can be found throughout the
world. Each skink has its own distinctive characteristics
because of the various environment they live in. With
so many different characteristics, it is hard to identify
the species of a skink just by looking at it. Vietham is a
known area for inhabiting many skinks. However,
many places have not been studied since they are not as
well known as others. Tissue samples of unidentified
skinks have been collected in poorly known regions in
Vietham. Our experiment was to barcode the DNA
found in these tissue samples to identify the species of
these unknown skinks and most importantly, see if any
of the skinks can be considered as an undescribed
species.
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Methods and Materials

For this project, we followed a very standard procedure for
extracting and utilizing the DNA in the skinks. We started by
isolating the DNA from the small tissue samples that were
given to us by first repeatedly grinding the tissue with a lysis
solution. After incubating the sample for about ten minutes,
we were able to separate the DNA from the tissue sample
found in the supernatant and added silica resin to it to bind the
DNA. After washing the mixture of supernatant and silica
resin for about three times, we incubated the mixture one last
time before taking the supernatant out and storing it at 4°C
overnight. The next day, we performed PCR in order to amplify
the DNA and finally performed gel electrophoresis to separate
the DNA. After seeing which extract we correctly barcoded,
we sent the corresponding tissue sample to the Cold Spring
Harbor Laboratory to be barcoded and analyzed the results
through DNA Subway. We used 12 samples of skinks taken
from roughly the same geographic area in Central Vietnam.
These were tested over the course of two weeks, and we
received the samples from a trip the David took to Vietnam a
few years earlier.
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Results

E3 and E7, represented by 5 and 6 on the table, appear to
be very closely related to each other. They share a 99.36%
similarity, so we can surmise that they are from the same
species of skink. Furthermore, this species can be identified
as “Eutropis multifasciata” based on the 98.31% similarity
with E3 and the 98.09% similarity with E7. Phylogenetic
analysis of E. multifasciata, including GenBank samples,
suggests that this widespread taxon is a complex of species,
with the central Vietham lineage nested within it. Hence,
the new material might represent a new species within the
E. multifasciata complex. E12 exhibited no clear matches to
any species of skink and may represent contaminant. In
conclusion, E3 and E7 may represent an undescribed species
of the Eutropis multifasciata complex and E12 sample may
have been contaminated.
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Discussion

This project set out to possibly identify possible new
species of skinks in Vietham. We successfully barcode
two samples from different skinks and identify them as
candidate new species of the Eutropis multifasciata
complex. Yet, we would still like to discuss E12, the
obvious and odd outlier of the group deserves
recognition. One thing to note is that E12 had a distinct
lack of consensus throughout the strand. E12 had roughly
the same range for all of the samples: 80-84 with nothing
exceeding 84.5. This is an odd phenomenon, but is
probably explained by the lack of consensus within the
sample. In addition to the lack of consensus in the sample,
we sent in two more samples to be sequenced but these
two returned with only one strand intact; that is, they
had a forward or a back but not both.
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