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1.Use barcoded primers from extracted DNA to amplify 16s gene
2.Check PCR product by gel electrophoresis

3.Measure and adjust the DNA concentration

4. Preparations for Flowing Cell Priming and Loading




	Comparison of the microbes contained in the water and soil sample of BaiLu Park
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	Fig 1 is the passed read for barcodes  from the flow cell.
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	Then we use EPI2ME to visualize the results
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	I found out that all 9 samples contain:
	Title: Functional diversity of soil microbial communities increases  with ecosystem development

	But there are many difference between  the microbes each barcode contain:
	For barcode15,16and 17, they contain Cyanobacteriota that doe not present in rest of the barcodes. Cyanobacteriota are photosynthetic bacteria that can produce organic carbon via photosynthesis and supply nutrients to other bacteria.
	Barcode 13 and 14 contain highest percentage of Bacillota about10.15%, but with absence of planctomycetota compared to rest of barcodes. Bacillota are common soil bacteria that have high tolerance to extreme temperatures and dryness by forming endospore  Planctomycetota decompose complex polysaccharides and engage carbon cycle. The presence of Planctomycetota shows that the soil sample have various carbon decomposition pathways.
	Thermodesulfobacteriota ( bacterias that  only work in oxygen-depleted zone, this indicates that soil sample are collected from anaerobic microenvironment (water accumulation, compacted soil layer) in certain areas.)present in barcode 9,10,11,12,13,14. Barcode 12 and 13 have highest percentage of Thermodesulfobacteriota about 9.35%.





